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^"Ld ,6S .DNA secuence in^ative of a dechlorinaUng baceria, 

NoTsEQ ID NO:6 5^ID N0:8. SEQ ID NO:30, and SEQ ID 

NO:34; / , , x j *u 

(b) anisolatednucl/acidmoleculethathybridizeswith(a)u^^^^^^^^ 

following hZdizationcondU^^^^^ O.IX SSC, O.io/o SDS at 65°C; and 

(c) an isola/nucleic acid molecule that is completely complementary to 

(a)or(b). . ^ , . , 

2. An Isolated 16S rDNA sequence indicative of a dechlormatmg bacterial 

strain selected froW the group consisting of: 

(a) SEa4DNOs:9-29andSEQIDNOs:35-60; 

(b) anWated nucleic acid molecule that hybridizes with (a) under the 
folUing hybridization conditions: O.IX SSC, O.io/o SDS at 65°C; and 

(c) an isoLed nucleic acid molecule that is completely complementary to 

3 An iM ?6S rDNA sequence /f Claim 1 wherein within the 16S DNA 
sequence the following bases, taken independently or together are 

base E107=G, base E184=G/ase E190=C, E 198=T, E201= T, E208-C, 
E217=T E222=C, E26^=S^p=C, E291=T, E333=C, E420=C, E444=T, 
E631=A E829=A, E933/t, ^34=7, E980=C, E1003=T, E1012=T, 
E1020=G, E1039=A,/040=C, E1087=T, El 1 14=C, E1284=T, E1364=T 

andE1427=A. . . , . . 

4. An isolate'^eS rDNA sequence indicative of a dechlormatmg bacterial 

strain as set forth in SE^ ID NO: 1 . / 

5 An isolated bacterial strain com/rising any one of the sequences of 
Lims l' 3 or 4 wherein said strain has the/ability to dechlorinate chlorinated 

compounds.^ ^^^^^^ id^ifying a dechlorinating bacterial strain comprising: 

(i) extracting gyomic DNA from a cell suspected ofbeing able to 
dechlorinate Worinated compounds; 

(ii) probing the A^ed genomic DNA with a probe derived from any 
one of the sLqiLces of Claims 1, 2, 3 or 4 under suitable 
hybridizatioVi conditions; 

wherein the identification of a^^^nu acid fragment confirms the presence 
of a bacteria capable of dechlorin^chlorinated compounds. 
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r A memod accorAg to Claim 6 wherein *e probe — 
of any one of the sequences seLted from the g^up — « "^f^^ 'po m Na8 
ID Na2 SEQ ID N0:3, SEQ lb N0:4, SEQ ID N0:5. SEQ ID NO:6 SEQ ID N0.8, 
SEQ m SEQ ID Nol. SEQ ID NO:34. and SEQ ID NOs:35-60 

8 A method according Aciaim 7 wherein the probe contams a. rephcafon 

'"rimtrifalLwlreinth^ 

from the group consisting of dideoxyUeotidcs, a sequence of mismatched nttcleottdes, 
3' phosphate, a molecular spacer, and Weoxynucleohdes. . ^ . 

To me method of Claim 9 wLe in the 3' deoxynucleottde ,s cordyceptn. 
ll' A method for identifying aljechlorinating bacterial sttain compnsmg: 

(i) extracting genomic I^NA from a cell suspected ofbeing able to 

dechlorinate chlorinakd compounds; and 

(ii) amplifying the extracled genomic DNA with at least one 
oligonucleotide primeLorresponding to a portion of any one of the 
sequences of Claims 1 ,^2. 3 or 4 such that amplification products are 

generated; \ 
wherein the presence of amplification prod\™firms the presence of abaCerta 
capable of dechlorinating chlorinated com*unds. 

12 A method according to Clai/l\ wherein the oUgonucleoUdepnmer 

corresponds to aportion of any one of^Ce siuences " ^^^P.?"— 

of SEQ ID NO:l, SEQ ID N0:2, Se/ ID N^:3, SEQ ID N0:4, SEQ ID N0.5, SEQ ID 
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NO:6, SEQ ID N0:8, SEQ ID NOs: 
NOs:35-60 

13. A method for the dechlo 



-29, SEQ ID NO:30, SEQ ID NO:34, and SEQ ID 
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nation ot chlorinate^ompounds comprising 

.SvwaV^p i «Ji>late<r5acterial strain of Claim 5 under 
contacting a chlorinated compound with41i£jsiSUatetrDacieria 

conditions for the dechlorination to occur. 

14 A method according to Claim 13 wLein said dechlorinatmg compound rs 
selected from the group consisting of carbontetrlchloride, tetrachloroethene 
chloroform, dichloromethane, trichloroethene, dS^hloroethylene, vmyl chlorrde, and 
chloroaromatics. 
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